Spatial Transcriptomics

High-Resolution Whole Transcriptome Profiling in Tissue

Spatial Transcriptomics Technology
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Service Information

HARZHME] A S0t ME MEelE T{sto] £ ¥ dHo = MH S C|XIQlgiLCt.
ME QC Fresh/frozen tissue?| block MZHSE| H&E A 31 RNA QCE Edf| M0 Xetst MZQIX| &olgtL|Ct,

Assay MEH Probe-based assay2} 3' poly(A) capture-based assayZ LISt SME H|2EtL|Ct,

SEEEEEE)  HaE QMoz A3a)Y ot X

>

2}0|=Z Visium CytAssist £ Visium £2t0| =0]| HetstA| ZiL|Ct.

CIO|E| A HE BIZ7t 24 ZE-EE HAYH 2| HAt SHEY 202 S HSELIC

Data Analysis
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Standard Advanced Custom Premium
Preprocessing Cell type annotation Standard - advanced AfH|A 2| M gier MYEE At oM,
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Clustering, Cluster DE GO, Pathway analysis ZoHolH M3 End-to-End H|O|E{ 24 AMb|A
Marker selection Cell-cell communication

Plp1 (Oligodendrocyte marker) Ppp3ca (Neuron marker)
Annotated H&E Image Graph-based Clustering Marker Gene Expression

Clustering (UMAP) Marker Gene Expression Cell type annotation
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Differential Expression Gene Analysis (DEG) Niche analysis Cell-cell Interaction
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