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Sample: Wounded pig skin

Cell Viability: 57.9% Cell Viability: 94.1%

Bright Field AO/PI Bright Field ' AO/PI

| 70+ Tissues & 10 Species

s QU ES = Tissue (Human sample)
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: Kidney RPE




Case 1. =28 HI|0|H Case2. Ct5=o| ME SHYEI of| At

2230 @4 Y BRI

20| B712t Hl0|E{S BHS 7o, A iz menion vz vaw sy,
o182 HOJE{7 Of 2 BAES 2l ST At toflAf i Zeka Aol
H22| AT #AT TR HOTRAMT IO #| 8T #AIEY
(" 10x Chromium X ) (' BDRhapsody HT )

2
2 Cell damage Cell type diversity 2=
- e MSIAIZIOR ive cell damage %23} - 532 0|25}t= well-based cell capture 2]
- Fragile cell damage £| 22t
Publish & = G|0|E{2| aftts
- SCRNA-seq MEZFXt, Z274H A& K| g target cell 2} %2 th}
_Clro AHJIO st u-| =+
_ TR A data B THa! t=2| MES ot 0| library X% (Multlplexmg)
Application
Transcriptome TCR/BCR Repertoire Multiplexing

X

TAMH| 2eld 2ol F ME NE E2M of2{ #ZS poolingsto] A

=

Targeted Protein Fixed RNA Sequencing

&

off ZZEHE ATAC 2A47HX| @I5H= protein search Fixation®! MZ2| TAMK| 24

.
o



ROKIT single cell workflow
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(R @studio

install.packages('Seurat’)
library(Seurat)

>data
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Frozen Sample
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